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METHODS AND COMPOSITIONS FOR CONDUCTING PRIMER EXTENSION AND POLYMORPHISM 
DETECTION REACTIONS; INCLUDING EMPLOYMENT OF AMPLIFICATION PRIMERS HAVING 
5' TAGS TO INCORPORATE INTO AMPLICONS VARIANT NUCLEOTIDES OF INTEREST FROM 
TARGET NUCLEIC ACIDS AT KNOWN RATIOS, ALONG WITH THE SEQUENCES SURROUNDING 
THE VARIANT NUCLEOTIDES OF INTEREST 



20/TI/3 (Item 1 from file: 349) 

DIALOG(R) File 349: (c) 2006 WIPO/Univentio . All rts. reserv. 

METHODS AND COMPOSITIONS FOR GENOTYPING 
TECHNIQUES ET COMPOSITIONS POUR GENOTYPAGE 



20/TI/4 (Item 1 from file: 357) 

DIALOG ( R) File 357: (c) 2006 Thomson Derwent & ISI. All rts. reserv. 

Performing a primer extension reaction , useful for e.g. genotyping, 

comprises employing amplification primers having 5 1 tags to incorporate 
into amplicons , variant nucleotides from target nucleic acids at known 
ratios - primer extension reaction using DNA primer for 
geno typing 



20/TI/5 (Item 1 from file: 654) 

DIALOG (R) File 654 : (c) Format only 2006 Dialog. All rts. reserv. 

Methods and compositions for genotyping 



20/TI/6 (Item 2 from file: 654) 

DIALOG (R) File 654: (c) Format only 2006 Dialog. All rts. reserv. 

Polymorphic markers of prostate carcinoma tumor antigen-1 (PCTA-1) 
; FOR DIAGNOSIS AND PROGNOSIS 



20/TI/7 (Item 3 from file: 654) 

DIALOG (R) File 654: (c) Format only 2006 Dialog. All rts. reserv. 

Methods and compositions for conducting primer extension and polymorphism 
detection reactions 



20/TI/8 (Item 4 from file: 654) 

DIALOG(R) File 654: (c) Format only 2006 Dialog. All rts. reserv. 

Integrated systems and methods for diversity generation and screening 

20/TI/9 (Item 5 from file: 654) 

DIALOG (R) File 654: (c) Format only 2006 Dialog. All rts. reserv. 

Integrated systems and methods for diversity generation and screening 



20/TI/10 (Item 6 from file: 654) 

DIALOG(R) File 654: (c) Format only 2006 Dialog. All rts. reserv. 

Integrated systems and methods for diversity generation and screening 



20/TI/ll (Item 7 from file: 654) 

DIALOG (R) File 654: (c) Format only 2006 Dialog. All rts . reserv. 

Integrated systems and methods for diversity generation and screening 
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